Effect of feeding stress on differential gene expression in tilapia Oreochromis niloticus 
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Abstract: 

Feeding frequency can be chosen to decrease waste and environmental impact and increase growth or improve animal welfare. It also has a direct effect on the generation, storage and elimination of metabolic energy, which can both be quantified via growth indices and the expression of specific stress related genes. A group of 60 tilapia was divided into two treatments (fed ad libitum or once a day, during 22 d) with two replicates to identify differential gene expression. For this purpose we used differential display analysis in brain tissue samples using 36 combinations of 3 polyT anchoring primers and 12 random primers. An average of 25 bands was produced per primer pair with 31 bands differentially expressed. Bands were excised from the gels, re-amplified, sequenced and are being annotated through GenBank. As sequencing information in Tilapia is scarce, most matches deal with zebrafish or with other species sequence information. Some bands match genes with different binding activities playing a role in synapses or adrenergic compounds and genes implicated in transcription regulation.
































































