Identification of Israeli cichlids based on COI gene barcoding
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Abstract
A sequence of the single mitochondrial gene, cytochrome oxidase subunit I (COI or cox1), was proposed in order to differentiate all animal species, or at least most of them. The conserved sequence of the 5' region of COI is used as a platform for the universal DNA barcoding. Fin samples were collected from 104 individuals of 8 different species and two hybrid strains. DNA extraction was performed using by the salting out procedure. DNA samples were diluted 1:10-1:50 and 3ul were used as a template for amplification of the COI sequence. PCR products were run on 1.5% agarose gel, relevant bands sizes were excised from the gel, purified with DNA Montage Gel Extraction Kit and then sequenced. Sequence trace files were assembled using the GAP4 program. Nucleotide sequences were aligned using ClustalW, and nucleotide sequence data matrix was used in all analyses. Phylogenetic analysis was conducted using MEGA (version 4.1). The neighbor-joining method and bootstrap analysis with 1000 replicates were used to generate a phylogenetic tree, showing the relationship between wild, cultured and introduced species.
